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ATGGCTTCGTTCCCCGAGACCGATTTCCAGATCTGCTTGCTGTGCAAGGAGATGTGCGGC 60 

MetAlaSerPheProGluThrAspPheGlnlleCysLeuLeuCysLysGltaMetCysGly 20 

TCGCCGGCGCCGCTCTCCTCCAACTCGTCCGCGTCGTCGTCCTCCTCGCAGACGTCCACG 120 

SerProAlaProLeuSerSerAsnSerSerAlaSerSerSerSerSerGlnThrSerThir 40 

TCGTCGGGGGGCGGCGGCGGGGGCCCTGGGGCGGCGGCGCGCCGCCTACACGTCCTGCCC 180 

SerSerGlyGlyGlyGlyGlyGlyProGlyAlaAlaAlaArgArgLeuHisValLeuPro 60 

TGCCTGCACGCCTTCTGCCGCCCCTGCCTCGAGGCGCACCGGCTGCCGGCGGCGGGCGGC 240 

CysLeuHisAlaPheCysArgProCysLeuGluAlaHisArgLeuProAlaAlaGlyGly 80 

GGCGCGGCGGGAGAGCCGCTCAAGCTGCGCTGCCCCGTGTGCGACCAGAAAGTAGTGCTA 300 

GlyAlaAlaGlyGluProLeuLysLeuArgCysProValCysAspGlnLysValValLeu 100 

GCCGAGGCGGCGGGTATGGACGCGCTGCCTTCGTCCGCCTTCCTGCTTAACAACCTGCTC 360 

AlaGluAlaAlaGlyMETAspAlaLeuProSerSerAlaPheLeuLeuAsnAsnLeuLeu 120 

GACGCGGTGGTGGCCACTGCCGACGAGCCGCCGCCCAAGAACGGGCGCGCCGGCGCTCCG 4 20 

AspAlaValValAlaThrAlaAspGluProProProLysAsnGlyAxgAlaGlyAlaPro 14 0 

GCGGGAGCGGGCGGCCACAGCAACCACCGGCACCACGCTCACCACGCGCACCCGCGCGCG 480 

AlaGlyAlaGlyGlyHisSerAsnHisArgHisHisAlaHisHisAlaHisProArgAla 160 

TCCGCCTCCGCGCCGCC ACTCCCGCAGGCGCCGC AGCCGCCCGCGCCTTCCCGCTCGGC A 54 0 

SerAlaSerAlaProProLeuProGlnAlaProGlnProProAlaProSerArgSerAla 180 

CCCGGCGGCCCTGCCGCTTCCCCGTCGGCGCTGCTGCTCCGCCGTCCTCACGGCTGC AGC 600 

ProGlyGlyProAlaAlaSerProSerAlaLeuLeuLeuArgArgProHisGlyCysSer 200 

TCGTGCGATGAGGGCAACGCAGCTTCTTCGCGCTGCCTCGACTGCCAGGAGCACCTGTGC 660 

SerCysAspGluGlyAsnAlaAlaSerSerArgCysLeuAspCysGlnGluHisLeuCys 220 

GACAACTGCGTCCGAGCGCACCAGCGCGTGCGCCTCACCAAGGACCACTACATCGAGCGC 720 

AspAsnCysValAx-gAlaHisGlnArgValArgLeuThrLysAspHisTyrlleGluArg 240 

GGCCCGCCGGGTCCCGGTGCCGCAGCAGCGGCGCAGCAGCTCGGGCTCGGGCCGCCCTTT 780 

GlyProProGlyProGlyAlaAlaAlaAlaAlaGlnGlnLeuGlyLeuGlyProProPhe 260 

CCCGGCCCGCCCTTCTCCATCCTCTCAGTGTTTCCCGAGCGCCTCGGCTTCTGCCAGCAC 840 

ProGlyProProPheSerlleLeuSerValPheProGluArgLeuGlyPheCysGlnHis 280 
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CACGACGACGAGGTGCTGCACCTGT ACTGTGACACTTGCTCTGTACCCATCTGTCGTG AG 900 

HisAspAspGluValLeuHisLeuTyrCysAspThrCysSerValProIleCysArgGlu 300 

TGCACAATGGGCCGGCATGGGGGCCACAGCTTCATCTACCTCCAGGAGGCACTGCAGGAC 960 

CysThrMetGlyArgHisGlyGlyHisSerPhelleTyrLeuGlnGluAlaLeuGlnAsp 320 

TC ACGGGCACTCACCATCCAGCTGCTGGCAGATGCCCAGCAGGGACGACAGGC AATCCAG 1020 

SerArgAlaLeuThrlleGlnLeuLeuAlaAspAlaGlnGlnGlyArgGlnAlalleGln 340 

CTGAGCATCGAGCAGGCCCAGACGGTGGCGGAACAGGTGGAGATGAAGGCGAAGGTTGTG 1080 

LeuSer I leGluGlnAlaGlnThrValAlaGluGlnValGluMet Ly s AlaLy s Valval 360 

CAGTCGGAGGTCAAAGCCGTGACTGCGAGGCATAAGAAAGCCCTGGAGGAACGCGAGTGT 1140 

GlnSerGluValLysAlaValThrAlaArgHisLysLysAlaLeuGluGluArgGluCys 380 

GAGCTGCTGTGGAAGGTAGAAAAGATCCGCCAGGTGAAAGCCAAGTCTCTGTACCTGCAG 1200 

GluLeuLeuTrpLy sValGluLy s I leAr gGlnValLy sAlaLy s SerLeuTyrLeuGln 400 

GTGGAGAAGCTGCGGCAAAACCTCAACAAGCTTGAGAGCACCATCAGTGCCGTGCAGCAG 1260 

ValGluLysLeuArgGlnAsnLeixAsnLysLeuGluSerThrlleSerAlaValGlnGln 420 

GTCCTGGAGGAGGGTAGAGCGCTAGACATCCTACTGGCCCGAGACCGGATGCTGGCCC AG 1320 

ValLeuGluGluGlyArgAlaLeuAspI leLeuLeuAlaArgAspArgMetLeuAlaGln 440 

GTGCAGGAGCTGAAGACCGTGCGGAGCCTCCTGCAGCCCCAGGAAGACGACCGAGTCATG 1380 

ValGlnGluLeuLy sThrValArgSerLeuLeuGlnProGlnGlviAspAspArgValMet 460 

TTCACACCCCCCGATCAGGCACTGTACCTTGCCATCAAGTCTTTTGGCTTTGTTAGCAGC 1440 

PheThrProProAspGlnAlaLeuTyrLeuAlalleLysSerPheGlyPheValSerSer 480 

GGGGCCTTTGCCCCACTCACCAAGGCCACAGGCGATGGCCTCAAGCGTGCCCTCCAGGGT 1500 

GlyAlaPheAlaPr oLeuThrLy s AlaThrGlyAspGlyLeuLy s Ar gAlaLeuGlnGly 500 

AAGGTGGCCTCCTTCAC AGTCATTGGTTATGACCACGATGGTGAGCCCCGCCTCTCAGGA 1560 

LysValAlaSerPheThrVallleGlyTyrAspHisAspGlyGluProArgLeuSerGly 520 

GGCGACCTGATGTCGGCTGTGGTCCTGGGCCCTGATGGCAACCTGTTTGGTGCAGAGGTG 1620 

GlyAspLeuMetSerAlaValValLeuGlyProAspGlyAsnLeuPheGlyAlaGluVal 540 

AGTGATC AGCAG AATGGGACATACGTGGTGAGTTACCGACCCCAGCTGGAGGGTGAGCAC 1680 

SerAspGlnGlnAsnGlyThrTyrValValSerTyrArgProGlnLeuGluGlyGluHis 560 
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CTGGTATCTGTGACACTGTGCAACCAGCACATTGAGAACAGCCCTTTCAAGGTGGTGGTC 1740 
LeuValSerValThrLeuCysAsnGlnHisIleGluAsnSerProPheLysValValVal 580 

AAGTCAGGCCGCAGCTACGTGGGCATTGGGCTCCCGGGCCTGAGCTTCGGCAGTGAGGGT 1800 
LysSerGlyArgSerTyrValGlylleGlyLeuProGlyLeuSerPheGlySerGluGly 600 

GACAGCGATGGCAAGCTCTGCCGCCCTTGGGGTGTGAGTGTAGACAAGGAGGGCTACATC 1860 
AspSerAspGlyLysLeuCysArgProTrpGlyValSerValAspLysGluGlyTyrlle 620 

ATTGTCGCCGACCGCAGCAACAACCGCATCCAGGTGTTCAAGCCCTGCGGCGCCTTCCAC 1920 
IleValAlaAspArgSerAsnAsnArglleGlnValPheLysProCysGlyAlaPheHis 640 

CACAAATTCGGCACCCTGGGCTCCCGGCCTGGGCAGTTCGACCGACCAGCCGGCGTGGCC 1980 
HxsLysPheGlyThrLeuGlySerArgProGlyGlnPheAspArgProAlaGlyValAla 660 

TGTGACGCCTCACGCAGGATCGTGGTGGCTGACAAGGACAATCATCGCATCCAGATCTTC 2040 
CysAspAlaSerArgArglleValValAlaAspLysAspAsnHisArglleGlnllePhe 680 

ACGTTCGAGGGCCAGTTCCTCCTCAAGTTTGGTGAGAAAGGAACCAAGAATGGGCAGTTC 2100 
ThrPheGluGlyGlnPheLeuLeuLysPheGlyGluLysGlyThrLysAsnGlyGlnPhe 700 

AACTACCCTTGGGATGTGGCGGTGAATTCTGAGGGCAAGATCCTGGTCTCAGAC ACGAGG 2160 
AsnTyrProTrpAspValAlaValAsnSerGluGlyLysIleLeuValSerAspThrArg 720 

AACCACCGGATCCAGCTGTTTGGGCCTGATGGTGTCTTCCTAAACAAGTATGGCTTCGAG 2220 
AsnHi s Ar gl leGlnLeuPheGlyPr oAspGly ValPheLeuAsnLy sTyrGlyPheGlu 740 

GGGGCTCTCTGGAAGCACTTTGACTCCCCACGGGGTGTGGCCTTCAACCATGAGGGCCAC 2280 
GlyAlaLeuTrpLysHisPheAspSerProArgGlyValAlaPheAsnHisGluGlyHis 760 

TTGGTGGTC ACTGACTTCAAC AACCACCGGCTCCTGGTTATTCACCCCG ACTGCC AGTCG 2340 
LeuValValThrAspPheAsnAsnHisArgLeuLeuVallleHisProAspCysGlnSer 780 

GCACGCTTTCTGGGCTCGGAGGGCACAGGCAATGGGC AGTTCCTGCGCCC ACAAGGGGTA 2400 
AlaArgPheLeuGlySerGluGlyThrGlyAsnGlyGlnPheLeixArgProGlnGlyVal 800 

GCTGTGGACCAGGAAGGGCGCATCATTGTGGCGGATTCCAGGAACCATCGGGTACAGATG 2460 
AlaValAspGlnGluGlyArgllelleValAlaAspSerArgAsnHisArgValGlnMet 820 

TTTGAATCCAACGGC AGCTTCCTGTGCAAGTTTGGTGCTCAAGGCAGCGGCTTTGGGCAG 2520 
PheGluSerAsnGlySerPheLeuCysLysPheGlyAlaGlnGlySerGlyPheGlyGln 840 
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ATGGACCGCCCTTCCGGCATCGCCATCACCCCCGACGGAATGATCGTTGTGGTGGACTTT 2580 
MetAspArgProSerGlylleAlalleThrProAspGlyMetlleValValValAspPhe 860 

GGCAACAATCGAATCCTCGTCTTCTAATTGCATTTCCTAGGTTTCTGTGTTTGGGGTGTG 2640 
GlyAsnAsnArglleLeuValPhe*** 868 

TGTGCGTGTCTCTCTCTCTCTCTCTCTCTTTCTCTTTCTCTCTCTTTTTGAATTTCAAAG 2700 

TACAACATTGCTTAAGTCCTACCTCATCTTTATTTTTTTACAGATGAATGTACTTATCTT 2820 
TTCTGCAGGGATTGAGCCTGTGAAGTGATAATTTCTATCTACCTCATAAATCTTTACATT 2880 
TCCTTCTGCAACAGGCCCTCTTCCCCTCCTCAGTGGAGTTTGCATTTCCCTCTTCCCCTG 2940 
CGTGGGGCATGATATGCACAAGCCTGGCATCTGTATGGCTGGGAGGGCACTGGATGTGTG 3000 
TGGTGGGGTGTATTCTGTAGATTGAGCCAAGGAAACACAAAAAAAAACTACTAAGTAAAA 3060 
AAACAAAAAACTATAAAAC ATGGAAAAAATAGGATTTGAAATGC ATAATTATAGAATACC 3120 
TGTGTTCTTGAGAAT ACTGTTTATATGGGGTTTAGATTATGTTGTGTTGTTTTGATCTTT 3180 
TTGGAAAATCTTCTCTTTTTAAATGCTGC AACAGAGAAATTTCCTCTGTTCTCTGTTTAT 3240 
ACCTCTTAATTGTATTGTCCAAGGCAGACATGATATAAGGAATATGCACTACCGTAGTAA 3300 
CTCCCCTGGCCGCAGAAACCACACTGCAAGCCTGTCCGGGGTGGGGTGCTGACTGCCATT 3360 
TGCCACTTTTAAATGGGCACTGCCGTGGTAATGTGAATCCC 3401 
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K#l. nuc l : 1 

XM_067369. nuc 1 : ATGCGCGGACTGACCCAGCGGCCGGCGCGGCGGCGCCGGGCGGACTTAATCGCGGGCGCA 60 

K#l.nuc 1 : 1 

XM_067369. nuc 61 :GCGCGAGGCTCGGGACCCAGAGCACCACCTACCGGCGGCACGGTCGGCGCAGCAGGCCCC 120 

K#l.nuc 1: 1 

XMJ)67369. nuc 121 :AGAAGGGCGGGGAACGCTGTCAAGCCCAGGGGCACTTCGGCGAGGAGCCCCACCCGCCCT 180 

K#l.nuc 1: 1 

XM_067369. nuc 181 :CCAGCTGACCCTCAGCTGTGGCCCACATCCGGGGCCCAGAGCGCCGCGGAAACGCCGAAG 240 

K#l.nuc 1: 1 

XMJ)67369. nuc 241 :CCCGGCCGGCAGATAGCGCGGAAAGCGAAGAAGGAAGTTCCCGTCCCTCCTAAAGCCGAA 300 

K#L nuc 1: 1 

XM_067369. nuc 301 :GCCAAAGCGAAGTCTTTAAAGGCCAAGAAGGCAGTGTTGAAAGGTGTCCGCAGCCACAAA 360 

K#l.nuc 1: 1 

XM_067369. nuc 361 :AAAAAGAAGATCCGCACGTCACCCACCTTACGGCGGCCCAAGACACCGCGACTCCGGAGA 420 

K# 1 . nuc 1 : CCCTCCTCCGGGCTGGGTTGCAAATGGCTTCGTTCCCCGAGACCGATT 48 

* *** * ** * * * ***** * 

XMJ)67369. nuc 421: CAGCCCAAATATC-CTCGGAAGAGCGCTCCTAGGAGAAACAAGCTTGACCACTATGCTAT 479 



K# 1 . nuc 49 : TCCAGATCTGCTTGCTGTGCAAGGAGATGTGCGGCTCGCCGGCGCCGCTCTCCTCCAACT 108 

********** * * * * ** 

XMJ)67369. nuc 480 : CATCAAGTTTCTGCT-GACCACTGAGTCTGCCATGAAGAAGATAGAAGACAATAACACAC 538 

K# 1 . nuc 109: C-GTCCGCGTCGTCGTCCTCCTCGCAGACGTCCACGTCGTCGGGGGGCGGCGGCGGGGGC 1 67 

******** ******* * * * * ** 

XMJJ67369. nuc 539 : TTGTGTTCATTGTGGATGTTAAAGCCAACAAGCACCAGATTAAACAGGCTGTGAAGAAGC 598 

K#L nuc 168:CCTGGGGCGGCGGCGCGCCGCCTACACGTCCTGCCCTGCCTGCACGCCTTCTGCCGCCCC 227 

******* * *** ** 

XM_067369. nuc 599 : TCTATGACAAAGATGTGGTCAAGGTCAACACCCTGATTCGGCCTGATGGAGAGAAGAAGG 658 

K#l. nuc 228: TGCCTCGAGGCGCACCGGCTGCCGGCGGCGGGCGGCGGCGCGGCGGGAGAGCCGCTCAAG 287 

*** * *************** ** * * 

XM_067369. nuc 659 : CGCCGCAGCCGCCCGCGCCTTCCCGCTCGGCACCCGGCGGCCCTGCCGCTTCCCCGTCGG 718 
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K# 1 . nuc 288 : CTGCGCTGCCCCGTGTGCGACCAGAAAGTAGTGCTAGCCGAGGCGGCGGGTATGGACGCG 347 

* ***** *** ********** *** * 

XM J) 67369. nuc 719: CGCTGCTGCTCCGC CGTCCTC ACGGCTGCAGCTCGTGCG ATGAGGGC AACGC AGCTTCTT 778 

K# 1 . nuc 348 : CTGCCTTCGTCCGCCTTCCTGCTTAACAACCTGCTCGACGCGGTGGTGGCCACTGCCGAC 407 

*********** * ********** 

XMJJ67369. nuc 779 : CGCGCTGCCTCGACTGCCAGGAGCACCTGTGCGACAACTGCGTCCGAGCGCACCAGCGCG 838 

K#l. nuc 408 : GAGCCGCCGCCCAAGAACGGGCGCGCCGGCGCTCCGGCGGGAGCGGGCGGCCAC-AGCAA 466 

******** * **** * * * * * **** 

XM_067369. nuc 839 :TGCGCCTCACCAAGGACCACTACATCGAGCGCGGCCCGCCGGGTCCCGGTGCCGCAGCAG 898 

K#l. nuc 467:CCACCGGCACCACGCTCACCACGCGCACCCGCGCGCGTCCGCCTCCGCGCCGCCACTCCC 526 

* * * * * * ***** *********** * 

XM_067369. nuc 899 : CGGCGCAG-CAGCTCGGGCTCGGGCCGCCCTTTCCCGGCCCGCCCTTCTCCATCCTCTCA 957 

K# 1 . nuc 527 : GCAGGCGCCGCAGCCGCCCGCGCCTTCCCGCTCGGCACCCGGCGGCCCTGCCGCTTCCCC 586 

* *** ************* * ****** 

XM_067369. nuc 958:GTGTTTCCCGAGCGCCTCGGCTTCTGCCAGCACCACGACGACGAGTTGGGGCTTTTCACT 1017 

K#l. nuc 587:GTCGGCGCTGCTGCTCCGCCGTCCTCACGGCTGCAGCTCGTGCGATGAGGGCAACGCAG- 645 

****** * **** * * * * 

XMJ)67369. nuc 1018: AGTTCTGTGCCTCCAGAGTCCGAAAGGCCTGCAGGCTCCGTGGCCCAGCCGGCATCCGGG 1077 

K# 1 . nuc 646 : CTTCTTCGCGCTGCCTCGACTGCCAGGAGCACCTGTGCGACAACTGCGTCCGAGCGCACC 705 

* * * * * ****** ******* * ** 
XM_067369. nuc 1 078 : CGGGGAATCCAAGGCGAGGAATCCGAGGTCGCCGTCCCCGGAACAGCTGGCCGCGGGCCC 1137 

K#l. nuc 706:AGCGCGTGCGCCTCACCAAGGACCACTACATCGAGCGCGGCCCGCCGGGTCCCGGTGCCG 765 

****** * * ** * ** ** 

XMJJ67369. nuc 1138: GCTGCGTGCCGCGGGTCCCGGGAGAGGCGGGCGCAGGCTAGAGCAGCAAAGGAAACTTTT 1197 

K# 1 . nuc 766 : CAGCAGCGGCGCAGCAGCTCGGGCTCGGGCCGCCCTTTCCCGGCCCGCCCTTCTCCATCC 825 

*** ******* * * * **** 

XMJ)67369. nuc 1198: CTGGTACATTCTTACATCCAGGCCACTAATATCAGACTAGGTAACACAGTCTTAACAACT 1 257 

K# 1 . nuc 826 : TCTCAGTGTTTCCCGAGCGCCTCGGCTTCTGCCAGCACCACGACGACGAGGTGCTGCACC 885 

***** ** ** ********* 

XM_067369. nuc 1 258 :TTTCTGGATAATGAAGCTAAGATTCAGGGCAAACTCTCATGCCAGGAGG — TGCTGCACC 1315 
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K#l. nuc 886:TGTACTGTGACACTTGCTCTGTACCCATCTGTCGTGAGTGCACAATGGGCCGGCATGGGG 945 

******************************** **************************** 
XMJJ67369. nuc 1316: TGTACTGTGACACTTGCTCTGTACCCATCTGTCGTGAGTGCACAATGGGCCGGCATGGGG 1375 

K# 1 . nuc 946 : GCCACAGCTTCATCTACCTCCAGGAGGCACTGCAGGACTCACGGGCACTCACCATCCAGC 1005 

************************************************************ 

XM.067369. nuc 1376: GCCACAGCTTCATCTACCTCCAGGAGGCACTGCAGGACTCACGGGCACTCACCATCCAGC 1435 

K#l. nuc 1 006 : TGCTGGCAGATGCCCAGCAGGGACGACAGGCAATCCAGCTGA 1047 

************************************** * 

XM_067369. nuc 1436 : TGCTGGCAGATGCCCAGCAGGGACGACAGGCAATCCAGACAAAGCAGAAGAAGCTGCTTC 1495 

K# 1 . nuc 1 048 : GCATCGAGCAGGCCCAGACGGTGGCGGAACAGGTGGAGATGAAGGCGAAGG 1098 

*************************************************** 

XM_067369. nuc 1496: TGCAGCTGAGCATCGAGCAGGCCCAGACGGTGGCGGAACAGGTGGAGATGAAGGCGAAGG 1555 

K#l. nuc 1 099 :TTGTGCAGTCGGAGGTCAAAGCCGTGACTGCGAGGCATAAGAAAGCCCTGGAGGAACGCG 1158 

**************************** ******************************* 

XMJ)67369. nuc 1556: TTGTGCAGTCGGAGGTCAAAGCCGTGACGGCGAGGCATAAGAAAGCCCTGGAGGAACGCG 1615 

K# 1 . nuc 1159: AGTGTGAGCTGCTGTGGAAGGTAGAAAAGATCCGCCAGGTGAAAGCCAAGTCTCTGTACC 1218 

************************************** ********************** 

XMJ)67369. nuc 1616: AGTGTGAGCTGCTGTGGAAGGTAGAAAAGATCCGCCAGGTGAAAGCCAAGTCTCTGTACC 1675 

K#l. nuc 1219: TGCAGGTGGAGAAGCTGCGGCAAAACCTCAACAAGCTTGAGAGCACCATCAGTGCCGTGC 1278 

************************************************************ 

XM_067369. nuc 1676 :TGCAGGTGGAGAAGCTGCGGCAAAACCTCAACAAGCTTGAGAGCACCATCAGTGCCGTGC 1735 

K# 1 . nuc 1 279 : AGCAGGTCCTGGAGGAGGGTAGAGCGCTAGACATCCTACTGGCCCGAGACCGGATGCTGG 1 338 

************************************************************ 

XM_067369. nuc 1736:AGCAGGTCCTGGAGGAGGGTAGAGCGCTAGACATCCTACTGGCCCGAGACCGGATGCTGG 1795 

K# 1 . nuc 1339: CCCAGGTGCAGGAGCTGAAGACCGTGCGGAGCCTCCTGCAGCCCCAGGAAGACGACCGAG 1398 

************************************************************ 

XM_067369. nuc 1796: CCCAGGTGCAGGAGCTGAAGACCGTGCGGAGCCTCCTGCAGCCCCAGGAAGACGACCGAG 1855 

K#L nuc 1399: TCATGTTCACACCCCCCGATCAGGCACTGTACCTTGCCATCAAGTCTTTTGGCTTTGTTA 1458 

************************************************************ 

XMJJ67369. nuc 1856: TCATGTTCACACCCCCCGATCAGGCACTGTACCTTGCCATCAAGTCTTTTGGCTTTGTTA 1915 
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K#l. nuc 1459: GCAGCGGGGCCTTTGCCCCACTCACCAAGGCCACAGGCGATGGCCTCAAGCGTGCCCTCC 1518 

XM.067369. nuc 1916: GCAGCGGGGCCTTTGCCCCACTCACC AAGGCC ACAGGCG ATGGCCTCAAGCGTGCCCTCC 1975 
K#l. nuc 1519: AGGGTAAGGTGGCCTCCTTCACAGTCATTGGTTATGACCACGATGGTGAGCCCCGCCTCT 1578 

*mm**********m*m*********************m****m***** 

XMJ67369. nuc 1976: AGGGTAAGGTGGCCTCCTTCACAGTCATTGGTTATGACCACGATGGTGAGCCCCGCCTCT 2035 

JUL nuc 1 579 : CAGGAGGCGACCTGATGTCGGCTGTGGTCCTGGGCCCTGATGGCAACCTGTTTGGTGCAG 1638 

XM_067369. nuc 2036:CAGGAGGCGACCTGATGTCGGCTGTGGTCCTGGGCCCTGATGGCAACCTGTTTGGTGCAG 2095 

K# 1 . nuc 1639: AGGTGAGTGATCAGCAGAATGGGACATACGTGGTGAGTTACCGACCCCAGCTGGAGGGTG 1698 

MM******************************************************* 

XMJJ67369. nuc 2096: AGGTG AGTGATC AGC AGAATGGGACATACGTGGTGAGTTACCGACCCCAGCTGGAGGGTG 2155 

K# 1 . nuc 1699: AGCACCTGGTATCTGTGACACTGTGCAACCAGCACATTGAGAACAGCCCTTTCAAGGTGG 1758 

XM_067369. nuc 2156: AGCACCTGGTATCTGTGACACTGTGCAACCAGCACATTGAGAACAGCCCTTTCAAGGTGG 2215 

K#l. nuc 1759: TGGTCAAGTCAGGCCGCAGCTACGTGGGCATTGGGCTCCCGGGCCTGAGCTTCGGCAGTG 1818 

************************************************************ 
XM_067369. nuc 2216: TGGTCAAGTCAGGCCGCAGCTACGTGGGCATTGGGCTCCCGGGCCTGAGCTTCGGCAGTG 2275 

K# 1 . nuc 1819: AGGGTGACAGCGATGGCAAGCTCTGCCGCCCTTGGGGTGTGAGTGTAGACAAGGAGGGCT 1878 

************************************************************ 

XMJ)67369. nuc 2276: AGGGTGACAGCGATGGCAAGCTCTGCCGCCCTTGGGGTGTGAGTGTAGACAAGGAGGGCT 2335 

K#L nuc 1879: ACATCATTGTCGCCGACCGCAGCAACAACCGCATCCAGGTGTTCAAGCCCTGCGGCGCCT 1938 

**********************************************************tt 

XM_067369. nuc 2336:ACATCATTGTCGCCGACCGCAGCAACAACCGCATCCAGGTGTTCAAGCCCTGCGGCGCCT 2395 

K# 1. nuc 1939: TCCACCACAAATTCGGCACCCTGGGCTCCCGGCCTGGGCAGTTCGACCGACCAGCCGGCG 1998 

m**********************************************m******** 

XMJ)67369. nuc 2396:TCCACCACAAATTCGGCACCCTGGGCTCCCGGCCTGGGCAGTTCGACCGACCAGCCGGCG 2455 

K#l. nuc 1 999 : TGGCCTGTGACGCCTCACGCAGGATCGTGGTGGCTGACAAGGACAATCATCGCATCCAGA 2058 

************************************************************ 
XM_067369. nuc 2456: TGGCCTGTGACGCCTCACGCAGGATCGTGGTGGCTGAC AAGGACAATCATCGC ATCCAG A 2515 
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K#l. nuc 2059 : TCTTCACGTTCGAGGGCCAGTTCCTCCTCAAGTTTGGTGAGAAAGGAACCAAGAATGGGC 2118 

************************************************************ 

XM.067369. nuc 2516: TCTTCACGTTCGAGGGCCAGTTCCTCCTCAAGTTTGGTGAGAAAGGAACCAAGAATGGGC 2575 

K# 1 . nuc 2119: AGTTCAACTACCCTTGGGATGTGGCGGTGAATTCTGAGGGCAAGATCCTGGTCTCAGACA 2 1 78 

**************************************t***t U mttt UiUU tt 

XM_067369. nuc 2576:AGTTCAACTACCCTTGGGATGTGGCGGTGAATTCTGAGGGCAAGATCCTGGTCTCAGACA 2635 

K#l . nuc 2179: CGAGGAACCACCGGATCCAGCTGTTTGGGCCTGATGGTGTCTTCCTAAACAAGTATGGCT 2238 

XM.067369. nuc 2636 : CGAGGAACCACCGGATCCAGCTGTTTGGGCCTGATGGTGTCTTCCTAAACAAGTATGGCT 2695 

K#l. nuc 2239:TCGAGGGGGCTCTCTGGAAGCACTTTGACTCCCCACGGGGTGTGGCCTTCAACCATGAGG 2298 

**********************************************************t* 

XM.067369. nuc 2696 :TCGAGGGGGCTCTCTGGAAGCACTTTGACTCCCCACGGGGTGTGGCCTTCAACCATGAGG 2755 

K#l. nuc 2299:GCCACTTGGTGGTCACTGACTTCAACAACCACCGGCTCCTGGTTATTCACCCCGACTGCC 2358 

************************************************************ 

XMJ>67369. nuc 2756 :GCCACTTGGTGGTCACTGACTTCAACAACCACCGGCTCCTGGTTATTCACCCCGACTGCC 2815 

K#l. nuc 2359:AGTCGGCACGCTTTCTGGGCTCGGAGGGCACAGGCAATGGGCAGTTCCTGCGCCCACAAG 2418 

************************************************************ 

XM.067369. nuc 2816: AGTCGGCACGCTTTCTGGGCTCGGAGGGCACAGGCAATGGGCAGTTCCTGCGCCCACAAG 2875 

K# 1 . nuc 2419: GGGTAGCTGTGGACCAGGAAGGGCGCATCATTGTGGCGGATTCCAGGAACCATCGGGTAC 2478 

************************************************************ 

XM.067369. nuc 2876: GGGTAGCTGTGGACCAGGAAGGGCGC ATCATTGTGGCGGATTCCAGG AACC ATCGGGTAC 2935 

K#l. nuc 2479 : AGATGTTTGAATCCAACGGCAGCTTCCTGTGCAAGTTTGGTGCTCAAGGCAGCGGCTTTG 2538 

************************************************************ 

XM_067369. nuc 2936 : AGATGTTTGAATCCAACGGCAGCTTCCTGTGCAAGTTTGGTGCTCAAGGCAGCGGCTTTG 2995 

K#l. nuc 2539:GGCAGATGGACCGCCCTTCCGGCATCGCCATCACCCCCGACGGAATGATCGTTGTGGTGG 2598 

*******************************************************M* U 

XM.067369. nuc 2996:GGCAGATGGACCGCCCTTCCGGCATCGCCATCACCCCCGACGGAATGATCGTTGTGGTGG 3055 

K# 1 . nuc 2599 : ACTTTGGCAACAATCGAATCCTCGTCTTCTAATTGCATTTCCTAGGTTTCTGTGTTTGGG 2658 

******************************** 

XM_067369.nuc 3056 : ACTTTGGCAACAATCGAATCCTCGTCTTCTAA 3087 

K#l. nuc 2659 :GTGTGTGTGCGTGTCTCTCTCTCTCTCTCTCTCTTTCTCTTTCTCTCTCTTTTTGAATTT 2718 
XM_067369. nuc 3088: 3088 
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GTAATTGACAAAGTCACGTGTGCTCAGGGGGCCAGAAACTGGAGAGAGGAGAGAAAAAAA 60 

TC AAAAGAAGGAAAGC AC ATTAGACC ATGCGAGCTAAATTTGTGATCGC ACAAAATCAAG 120 

ATGTTAGATTGATGCAGAAGATCACTCCGTTCCAAAGGGAAAGTTTTCATCTCACGAGTT 180 

TGGAGCTGAGGGCCCGTGGGGCAACATGGCCGAAGGCGGGGCTAGC AAAGGTGGTGGAGA 240 

Met AlaGluGlyGlyAlaSerLy sGlyGlyGlyGlu 1 2 

AGAGCCCGGGAAGCTGCCGGAGCCGGCAGAGGAGGAATCCCAGGTTTTGCGCGGAACTGG 300 

GluProGlyLysLeuProGluProAlaGluGluGluSerGlnValLeuArgGlyThrGly 32 

CCACTGTAAGTGGTTCAATGTGCGCATGGGATTTGGATTCATCTCCATGATAAACCGAGA 360 

HisCysLysTxpPheAsnValArgMetGlyPheGlyPhelleSerMetlleAsnArgGlu 52 

GGGAAGCCCCTTGGATATTCCAGTCGATGTATTTGTACACCAAAGCAAACTATTCATGGA 420 

GlySerProLeuAspIlePiroValAspValPheValHisGlnSerLysLeuPheMetGlu 72 

AGGATTTAGAAGCCTAAAAGAAGGAGAACCAGTGGAATTCACATTTAAAAAATCTTCCAA 480 

GlyPheArgSerLeuLysGluGlyGluProValGluPheThrPheLysLysSerSerLys 92 

AGGCCTTGAGTCAATACGGGTAACAGGACCTGGTGGGAGCCCCTGTTTAGGAAGTGAAAG 54 0 

GlyLeuGluSerlleArgValThrGlyProGlyGlySerProCysLeuGlySerGluArg 112 

AAGACCCAAAGGGAAGACACTACAGAAAAGAAAACCAAAGGGAGATAGATGCTACAACTG 600 

ArgProLysGlyLysThirLeuGlnLysArgLysProLysGlyAspArgCysTyrAsnCys 132 

TGGTGGCCTTGATCATCATGCTAAGGAATGTAGTCTACCTCCTCAGCCAAAGAAGTGCCA 660 

GlyGlyLeuAspHisHisAlaLysGluCysSerLeuProProGlnProLysLysCysHis 152 

TTACTGTCAGAGCATCATGCACATGGTGGCAAACTGCCCACATAAAAATGTTGCACAGCC 720 

TyrCysGlnSerlleMetHisMetValAlaAsnCysProHisLysAsnValAlaGlnPro 172 

ACCCGCGAGTTCTCAGGGAAGAC AGGAAGCAGAATCCC AGCC ATGC ACTTCAACTCTCCC 780 

ProAlaSerSerGlnGlyArgGlnGlxiAlaGluSerGlnProCysThrSeirThrLeuPro 192 

TCGAGAAGTGGGAGGCGGGCATGGCTGTACATCACCACCGTTTCCTCAGGAGGCTAGGGC 840 

ArgGluValGlyGlyGlyHisGlyCysThrSerProProPheProGlnGliaAlaArgAla 212 

AGAGATCTCAGAACGGTCAGGCAGGTCACCTCAAGAAGCTTCCTCC ACGAAGTC ATCTAT 900 

GluIleSerGluArgSerGlyArgSerProGlnGluAlaSerSerThrLysSerSerlle 232 

AGCACCAGAAGAGCAAAGCAAAAAGGGGCCTTCAGTTCAAAAAAGGAAAAAGACATAACA 960 

AlaProGluGluGlnSeirLysLysGlyProSerValGlnLysArgLysLysThr*** 250 
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GGTCTTCTTC ATATGTTCTTTCCTTTACCCGGTTGC AAAGTCTACCTC ATGCAAGTATAG 1020 

GGGAACAGTATTTCACAAGCAGTAGCTGACCTGGGATTTTAACTACTATTGGGGAACTGT 1080 

GAATTTTTTAAACAGACAAATCACTCTAAGCAAATTACATTTGAGCAGGGTGTCATGTTT 1140 

TATGTTAATTCAGAGAATAAGATACTATGTCTGTCAATATGTGC ATGTGTGAGAGGGAGA 1200 

GAGCCTGAGTCTGTGTGTGTACATGAGGATTTTTATATAGGAATGTAGACACATATATAA 1260 

AGAGGCTTTGTCTTTATATATTTGTGTATAGATCAAAGCACACACCCTCTCTCATATAAT 1320 

TGGATATTTCCAAGAATTGAAAACCCATGTGAAGCATTATAGATAGTTTTAAATTTAACC 1380 

CACTGGAGTTTTCTTGAAATACCACTTCTTTTATATTATATAAAACTAAAAACACGACTG 1440 

TTACCTTTTGTGTGAACCAAAGGATACTTCAGATCTCAGAGCTGCCAATTATGGGGTACT 1500 

AAAGGTTTTTAAGACATCCAGTTCTCCCGAATTTGGGATTGCCTCTTTTTCTTGAAATCT 1560 

CTGGAGTAGTAATTTTTTTCCCCCTTTTTTGAAGGCAGTACCTTAACTTCATATGCCTCT 1620 

GACTGCCATAAGCTTTTTTGATTCTGGGAT AAC ATAACTCC AGAAAAGACAATGAATGTG 1680 

TAATTTGGGCCGATATTTCACTGTTTTAAATTCTGTGTTTAATTGTAAAATTAGATGCCT 1740 

ATTAAGAGAAATGAAGGGGAGGATCATCTTAGTGGCTTGTTTTCAGTAGTATTTTAATAT 1800 

CAGCTTCTTGTAACCTTTTCCATGTTGTGAGGGTTGTAAGGGATTGTGTGGCAACAGCAG 1860 

CTTCCCTTGGCTAACTCAATCTTCTACCCATTGCTTAGAGC AGGGAGCCCTCCTTATTTA 1920 

CTACTGAAGACCTTAGAGAACTCCAATTGTTTGGCATATATTTTTGGTGGTGGTTTTT AT 1980 

TCCTCCTGGAG AGTTATCTAATTTGTTT CTAAAAC AAACAAGCAGCAAAGAAATGAATTA 204 0 

AATACTGGGGTTGAGAATTAAAATTAAGTGGATGTTCACAGTTGCCCAATATATATGACC 2100 

TGCAAATGATACGAAAAAGTGCAGCATTTAGTGGCAGTTAACAAGAGTGACAAGCCTGGG 2160 

GCAGAGGTACCAAACCTCTCCCACCAGAGAGCTAGAAGTATTTTATACAGTAACTTTGAT 2220 

CTTATGGAAGTGACCTTCAATGCTTATTCTGAAGT AACCTATATGGTGGATACAGGATGA 2280 

ACATTCAGTGCCAGGGAGAATCTTCTCAGGTTGGTTCTCGTTAGAGTGATAAACTGGCTA 2340 

GGGGCC ATAGTATTGGTCCTGTTAGGTTTCGGTCATGGAAAAAAAAATTATTTTGGGGTC 24 00 

ATCCTGGCTCTAGATGTTATGGGCAAATTTCTGAAACATCTGCAAGAAGGTACC AGTTAA 2460 

TTATAGTGCTTAATATTGGGAATAAGATTAAGCATTATAATTATAATGTATGGGCCTGTT 2520 

GGTGTAAGCTCAGATAATTAAATAAAAATAGCATGACTCAAATGAGACATATTCTGCTGA 2580 

ACAGTTTCTACTTCCTCTCCCGCCTGTCCTGTCATGGGAGACGTGTATAGTTGCTGCTGT 2640 

TTCAGCAAACC ACCATAAGACGAAAATGCCTCAGGTTGGGTTGCCAGTCCTTTACAACTC 2700 

AGCTTGAATTTC ACAACAGTGATTGTGAGAATCTGCGTGGTATACACTGAAATATCGGTG 2760 

TGCTGTGATGCAAAGCTTACCTTTGACGATATTGAATGTGATATAGCTGTAGAGAAGTAC 2820 

TTCCTTGCCTTATGTGAGGATTTCAAACTT ATTTAAATTATGT AGACAAATC AAAGTGGC 2880 

ATTGCTTAATTTTTAGCAGGCATAATAAGCAAGTTAACAGTAAAATGCAAAACATGATAA 2940 

GCGTTGCTC AATTTTTAGC AGGTATAATAAGC AGGTTAACAGTAAAAATGCAAAACATGA 3000 

TAGATAAGTCACTTTGAAAATTCAAACCAAAGTTCCTTCACCTTATGGAAATAGGAAATT 3060 

ATGGACTTCAAAATTGGACACTTCCTGTTTACAAAAAGAAATTCAGAGCTAAAATCATGG 3120 

TAAAAAAAAATAGAAACACTTGAGAACTATGGTCTTTATGGGTGCAATTTGAAATCCTTT 3180 

TCATCATCTTACCAGACTAAACTAAGAGCACATACCAAACCTATCTTATGGTTGAAAGTT 3240 

GGGGTTT ATTTTTTATATGAGAATATTATC ACTATTACATAAC ATACTCAGGAC AAAGAA 3300 

CTTTGCTC AGGGAACATACCATGTAATATTTTTGTTGTTTCTTT AC AG ACTAGTCTACAG 3360 

TCCTGCTTACTCAAAACAAACCAAATAACTTATACCTTTATATAAGTATTATGTACTGAT 34 20 
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GATAGTAACTACCTCTGAGTTTGACAC AGATCAAAATTTTTGAATATCAGATATC AGTTA 3480 

TCCTATTTTTATTTCATGTGAAAACTCCTCTAAAGCAGATTCCCTCAACTCTGTGCATAT 3540 

GTGAATATC ACTGATGTGAAC ACATTGTTCATTTACATAGGTAAAATATTACTCTGTTTA 3600 

C AGCAAAAGGCTACCTCATAGTTGATACATAGCACACCTGTATGTATGCTGTTCCAGCCT 3660 

TACAGGTGGCTGATAATTCTCTGGTACAGAACCTTTTTATCTGTATTATAAATAGC AATT 3720 

CACAACTGC ATGTTTCTGACAAAC ACTTGTGAATAATGAAGC ATCTCGTTTTAGTTAGCA 3780 

AAGTCTCCAAACATTTCCTTAAAATAATCATGTATTTAGTTTAAAGAATTATGGGCACTG 3840 

TTCAACTTAAGCAAAACAGAACACGGAAGCAGTCTTAGAAGCACC ACTTTGCCCAGAGGT 3900 

GGAGGTTGGAAGGGGTAGC AGGGAGAGGGGTTGGTGTATGC AGGTATTC ATGCTAGGCAA 3960 

AGAGTTTAAAAGACGCCAATGTCCTTCATTTACTGTCTGTGCTGCCCTGAAGCCAAGCGT 4020 

ATTGCAGCATTATAGCCCCAGGCACATAACTAACTAGCACTGGCTTGCCAAGGAATGAAC 4080 

ATGCAATGCCATTACTAGCTATTGAGGGAAAAGGGTCTGTGTGAAGCATCACTTTGCAGG 4140 

GATTACTAATGGTGGGGCAGCAGGTCTGTGAATTAAGTTATCTCTTGACCTCACCCTCAT 4200 

GTCAACACAAATGTAATTCCTAAACAAGATGCATTGCCAGTCTCTTAGCCCTGTAAGCTG 4260 

ATCTTTTGCTAC ATGGC AGACTATAATGAAT^ACATTTTTATACTTGGGTTTCTAGTCTTC 4320 

ACTAGAAGGCCTTGGATGTATTTTTGCAGTTGAAAGATTTAGAAAGATTTTTACCTGCTT 4380 

ATAACTTGGAAGTTTAGAGTGCAATGTAAGAAAAAAGATCAAGAAATGTCATGTTATTAG 4440 

CATCAGTCCACCTCCAATATTGCCGATACTTTTTTTATTCTGGCTCAGTTTTATTTTGCA 4500 

CCAGTGCGGCCCCAAGTTACTGCTGGTTGTATTTAGTTTGTGAATAGGAGCCCATAAGTG 4560 

TTAATAGACTTTGTAACATTCACTATAAGATGAATTATACAGGACATGGGAAATCTCATT 4620 

AAGTCTTAAAGTTAATTTAAATTAATTTATCTGTTTTCTCTAAGAAATGTTTATCATAAA 4680 

ATATATATGTGTATTTCCCCTTTGGTTATAAAATTTGGGAAAGTATGTACAAGTGCAGCT 4740 

GCACTGACTTTAATTTTCTAGATGTCTTAATGAGATTTATTTGTTTTAGAGAAGAACATC 4800 

TTGTTAAAAGCATCAAACTCTGTCTTACATAGCTGTCAACAGCCTCTTTAAGATGTGGTG 4860 

GTTGTATGATCTGTGTCTTAATTGTTCAGTTAGAGTGAGAAGTTGACCTATGATTCATTT 4920 

TTAAATTTTATATTTGGAACAAAGCTGCAAGTTATGGTAAAGTACTGTACTGTGAGAAGT 4980 

ATTATGATATTTAATGCATCTGTGGCTTAAC ACTTGTGAGAGTTACC AGCTTGAAAATGA 5040 

TGGTGTTGACTACCTCTTGAATCACATCTATCAACCACTGGCACCTACC ACC AAGCTGGC 5100 

TTC AATTAGTATGTGTTGCTTTTTGGTATTAAC AACTAACCGTACTAGAGACCAAAGTGA 5160 

ACCCTGATTTTTATATGTCTTTAATAATGGTGTTTTATCTAGTGTTTTTAAATTATCCTG 5220 

TGTAGTATTTAGATTACCTCATTGTCCATTTTGACTCATGTTGTTTAC AAGTGAAAATAA 5280 

AAACACTTGAACTGTATGTTTTTAAAAGACAAAAAAGGGGTAGATGTTTGGAATGCGTTT 5340 

CACTCGCATGCAGTCATCTGGAGGGACTGAAGCACTGTTTGCCTTTCTGTACACTCTGGG 5400 

TTTTATATTCTCATTTC ATGCCTAATGTCTTATTCTGTC AATTATGGATATGTTGAGGTT 5460 

TAAAAAAATTACTTGATTAAAAATAAAACATATAACGTTGGCATTTAAAAAAAAAAAAAA 5520 

AAAAAAAAAAAAAAAAAAAAAA 5542 
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AGTAGCTCTAAACCATCTTCACGATTTCTCTTTCCTCCTCGTGCCCGCCGGAGAGAATAG 60 

TTTCGCTGAAAATTTCTCTTTGTCAATGGGATC AGTATTAAATCAGCAATATACAAGTAA 120 

AGTATCGCATGCTGTAATGTAAAATGTGGCTGAAAAATGGAGTTAAATGAATAAGTACAC 180 

GCGGGGCTAGCAAAGGTGGTGGAGAAGAGCCCGGGAAGCTGCCGGAGCCGGCAGAGGAGG 240 

AATCCC AGGTTTTGCGCGGAACTGGCCACTGTAAGTGGTTCAATGTGCGC ATGGGATTTG 300 

MetGlyPheGly 4 

GATTC ATCTCCATGATAAACCGAGAGGGAAGCCCCTTGGATATTCCAGTCGATGTATTTG 360 

PhelleSerMETIleAsnArgGluGlySerProLeuAspIleProValAspValPheVal 24 

TACACCAAAGCAAACTATTCATGGAAGGATTTAGAAGCCTAAAAGAAGGAGAACCAGTGG 420 

HisGlnSerLysLeuPheMETGluGlyPheArgSerLeuLysGluGlyGluProValGlu 44 

AATTCACATTTAAAAAATCTTCCAAAGGCCTTGAGTCAATACGGGTAACAGGACCTGGTG 480 

PheThrPheLysLysSerSerLysGlyLeuGluSerlleAirgValThrGlyProGlyGly 64 

GGAGCCCCTGTTTAGGAAGTGAAAGAAGACCCAAAGGGAAGACACTACAGAAAAGAAAAC 54 0 

SerProCysLeuGlySerGluArgArgProLysGlyLysThrLeuGlnLysArgLysPro 84 

CAAAGGGAGAT AGATGCTACAACTGTGGTGGCCTTGATCATCATGCTAAGGAATGTAGTC 600 

LysGlyAspArgCysTyrAsnCysGlyGlyLeuAspHisHisAlaLysGluCysSerLeu 104 

TACCTCCTCAGCCAAAGAAGTGCCATTACTGTCAGAGCATCATGCACATGGTGGCAAACT 660 

ProProGlnProLysLysCysHisTyrCysGlnSerlleMETHisMETValAlaAsnCys 124 

GCCCACATAAAAATGTTGCACAGCCACCCGCGAGTTCTCAGGGAAGACAGGAAGCAGAAT 720 

ProHisLysAsnValAlaGlnProProAlaSerSerGlnGlyArgGlnGluAlaGluSer 14 4 

CCCAGCCATGCACTTCAACTCTCCCTCGAGAAGTGGGAGGCGGGCATGGCTGTACATCAC 780 

GlnProCysThrSerThrLeuProArgGluValGlyGlyGlyHisGlyCysThrSerPro 164 

CACCGTTTCCTCAGGAGGCTAGGGCAGAGATCTCAGAACGGTCAGGCAGGTCACCTCAAG 84 0 

ProPheProGlnGluAlaArgAlaGluIleSerGlixArgSerGlyArgSerPr-oGlnGlu 184 

AAGCTTCCTCCACGAAGTCATCTATAGCACCAGAAGAGCAAAGCAAAAAGGGGCCTTCAG 900 

AlaSerSerThrLysSerSerlleAlaProGluGluGlnSerLysLysGlyProSerVal 204 

TTCAAAAAAGGAAAAAGACATAACAGGTCTTCTTCATATGTTCTTTCCTTTACCCGGTTG 960 

GlnLy s Ar gLy sLy sThr * * * 210 
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CAAAGTCTACCTC ATGCAAGTATAGGGGAACAGTATTTC AC AAGCAGTAGCTGACCTGGG 1020 

ATTTTAACTACTATTGGGGAACTGTGAATTTTTTAAACAGAC AAATCACTCTAAGC AAAT 1080 

TACATTTGAGCAGGGTGTCATGTTTTATGTTAATTCAGAGAATAAGATACTATGTCTGTC 1140 

AATATGTGCATGTGTGAGAGGGAGAGAGCCTGAGTCTGTGTGTGTACATGAGGATTTTTA 1200 

TATAGGAATGTAGACACATATATAAAGAGGCTTTGTCTTTATATATTTGTGTATAGATC A 1260 

AAGCACACACCCTCTCTCATATAATTGGATATTTCCAAGAATTGAAAACCCATGTGAAGC 1320 

ATTATAGATAGTTTTAAATTTAACCCACTGGAGTTTTCTTGAAATACCACTTCTTTTATA 1380 

TTATATAAAACTAAAAACACGACTGTTACCTTTTGTGTGAACCAAAGGATACTTCAGATC 14 40 

TCAGAGCTGCCAATTATGGGGTACT AAAGGTTTTTAAGACATCCAGTTCTCCCGAATTTG 1500 

GGATTGCCTCTTTTTCTTGAAATCTCTGGAGTAGTAATTTTTTTCCCCCTTTTTTGAAGG 1560 

CAGTACCTTAACTTCATATGCCTCTGACTGCC ATAAGCTTTTTTGATTCTGGGATAACAT 1620 

AACTCCAGAAAAGACAATGAATGTGTAATTTGGGCCGATATTTCACTGTTTTAAATTCTG 1680 

TGTTTAATTGTAAAATTAGATGCCTATTAAGAGAAATGAAGGGG AGGATCATCTTAGTGG 1740 

CTTGTTTTCAGTAGTATTTTAATATCAGCTTCTTGTAACCTTTTCCATGTTGTGAGGGTT 1800 

GTAAGGGATTGTGTGGCAACAGCAGCTTCCCTTGGCTAACTC AATCTTCTACCC ATTGCT 1860 

T AGAGCAGGGAGCCCTCCTTATTT ACTACTGAAGACCTTAGAGAACTCCAATTGTTTGGC 1920 

ATATATTTTTGGTGGTGGTTTTTATTCCTCCTGGAGAGTTATCTAATTTGTTTCTAAAAC 1980 

AAACAAGCAGCAAAGAAATGAATTAAATACTGGGGTTGAGAATTAAAATTAAGTGGATGT 2040 

TCACAGTTGCCCAATATATATGACCTGCAAATGATACGAAAAAGTGCAGCATTTAGTGGC 2100 

AGTTAAC AAGAGTGACAAGCCTGGGGC AGAGGTACCAAACCTCTCCCACCAGAGAGCTAG 2160 

AAGTATTTTATACAGTAACTTTGATCTTATGGAAGTGACCTTCAATGCTTATTCTGAAGT 2220 

AACCTATATGGTGGATACAGGATGAACATTCAGTGCCAGGGAGAATCTTCTCAGGTTGGT 2280 

TCTCGTTAGAGTGATAAACTGGCTAGGGGCCATAGTATTGGTCCTGTTAGGTTTCGGTCA 2340 

TGGAAAAAAAAATTATTTTGGGGTCATCCTGGCTCTAGATGTTATGGGCAAATTTCTGAA 24 00 

AC ATCTGCAAGAAGGTACCAGTTAATTATAGTGCTTAATATTGGGAATAAGATTAAGC AT 24 60 

TATAATTATAATGTATGGGCCTGTTGGTGTAAGCTCAGATAATTAAATAAAAATAGCATG 2520 

ACTCAAATGAGACATATTCTGCTGAACAGTTTCTACTTCCTCTCCCGCCTGTCCTGTCAT 2580 

GGGAGACGTGTATAGTTGCTGCTGTTTCAGCAAACCACCATAAGACGAAAATGCCTC AGG 2640 

TTGGGTTGCC AGTCCTTTACAACTC AGCTTGAATTTCACAACAGTGATTGTGAGAATCTG 2700 

CGTGGTATACACTGAAATATCGGTGTGCTGTGATGCAAAGCTTACCTTTGACGATATTGA 2760 

ATGTGATATAGCTGTAGAGAAGTACTTCCTTGCCTTATGTGAGGATTTCAAACTTATTTA 28 20 

AATTATGTAGAC AAATCAAAGTGGCATTGCTTAATTTTTAGCAGGCAT7LATAAGCAAGTT 2880 

AACAGTAAAATGCAAAACATGATAAGCGTTGCTCAATTTTTAGC AGGTATAATAAGCAGG 2940 

TTAACAGTAAAAATGCAAAACATGATAGATAAGTCACTTTGAAAATTCAAACCAAAGTTC 3000 

CTTCACCTTATGGAAAT AGGAAATTATGGACTTC AAAATTGGACACTTCCTGTTTACAAA 3060 

AAGAAATTCAGAGCTAAAATC ATGGTAAAAAAAAATAGAAACACTTGAGAACTATGGTCT 3120 

TTATGGGTGCAATTTGAAATCCTTTTCATCATCTTACCAGACTAAACTAAGAGCACATAC 3180 

CAAACCTATCTTATGGTTGAAAGTTGGGGTTTATTTTTTATATGAGAATATTATCACTAT 3240 

T AC ATAACATACTCAGGACAAAGAACTTTGCTCAGGGAACATACCATGTAATATTTTTGT 3300 

TGTTTCTTTACAGACTAGTCTACAGTCCTGCTTACTCAAAACAAACCAAATAACTTATAC 3360 

CTTTATATAAGTATTATGTACTGATGAT AGTAACTACCTCTGAGTTTGACACAG ATC AAA 3420 

ATTTTTGAATATCAGATATCAGTTATCCTATTTTTATTTCATGTGAAAACTCCTCTAAAG 3480 
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CAGATTCCCTCAACTCTGTGCATATGTGAATATCACTGATGTGAACACATTGTTCATTTA 3540 

CATAGGTAAAATATT ACTCTGTTTAC AGCAAAAGGCTACCTC ATAGTTGATAC ATAGCAC 3600 

ACCTGTATGTATGCTGTTCCAGCCTTAC AGGTGGCTGATAATTCTCTGGTACAGAACCTT 3660 

TTTATCTGTATTATAAATAGCAATTCACAACTGC ATGTTTCTGACAAACACTTGTGAATA 3720 

ATGAAGCATCTCGTTTTAGTTAGCAAAGTCTCC AAACATTTCCTTAAAATAATCATGTAT 3780 

TTAGTTTAAAGAATTATGGGCACTGTTCAACTTAAGCAAAAC AGAACACGGAAGCAGTCT 3840 

TAGAAGCACCACTTTGCCCAGAGGTGGAGGTTGGAAGGGGTAGCAGGGAGAGGGGTTGGT 3900 

GTATGCAGGTATTCATGCTAGGCAAAGAGTTTAAAAGACGCCAATGTCCTTCATTTACTG 3960 

TCTGTGCTGCCCTGAAGCCAAGCGTATTGCAGCATTATAGCCCCAGGCAC ATAACTAACT 4020 

AGCACTGGCTTGCCAAGGAATGAACATGCAATGCCATTACTAGCTATTGAGGGAAAAGGG 4080 

TCTGTGTGAAGCATCACTTTGCAGGGATTACTAATGGTGGGGCAGCAGGTCTGTGAATTA 4140 

AGTTATCTCTTGACCTCACCCTCATGTCAAC AC AAATGTAATTCCTAAACAAGATGCATT 4200 

GCCAGTCTCTTAGCCCTGTAAGCTGATCTTTTGCTACATGGCAGACTATAATGAAAACAT 4260 

TTTTATACTTGGGTTTCTAGTCTTCACTAGAAGGCCTTGGATGTATTTTTGCAGTTGAAA 4 320 

GATTTAGAAAGATTTTTACCTGCTTATAACTTGGAAGTTTAGAGTGCAATGTAAGAAAAA 4 380 

AGATCAAGAAATGTCATGTTATTAGCATCAGTCCACCTCCAATATTGCCGATACTTTTTT 4440 

TATTCTGGCTCAGTTTTATTTTGCACCAGTGCGGCCCCAAGTTACTGCTGGTTGTATTTA 4 500 

GTTTGTGAATAGGAGCCCATAAGTGTTAATAGACTTTGTAACATTCACTATAAGATGAAT 4 560 

TAT ACAGGACATGGGAAATCTCATTAAGTCTTAAAGTTAATTTAAATTAATTTATCTGTT 4 620 

TTCTCTAAGAAATGTTTATCATAAAATATATATGTGTATTTCCCCTTTGGTTATAAAATT 4 680 

TGGGAAAGTATGTACAAGTGCAGCTGCACTGACTTTAATTTTCTAGATGTCTTAATGAGA 4 74 0 

TTTATTTGTTTTAGAGAAGAACATCTTGTTAAAAGCATCAAACTCTGTCTTACATAGCTG 4800 

TCAACAGCCTCTTTAAGATGTGGTGGTTGTATGATCTGTGTCTTAATTGTTCAGTTAGAG 4860 

TGAGAAGTTGACCTATGATTCATTTTTAAATTTTATATTTGGAACAAAGCTGCAAGTTAT 4920 

GGTAAAGTACTGTACTGTGAGAAGTATTATGATATTTAATGCATCTGTGGCTTAACACTT 4980 

GTGAGAGTTACCAGCTTGAAAATGATGGTGTTGACTACCTCTTGAATCACATCTATCAAC 5040 

CACTGGCACCTACCACCAAGCTGGCTTCAATTAGTATGTGTTGCTTTTTGGTATTAACAA 5100 

CTAACCGTACTAGAGACCAAAGTGAACCCTGATTTTTATATGTCTTTAATAATGGTGTTT 5160 

TATCTAGTGTTTTTAAATTATCCTGTGTAGTATTTAGATTACCTC ATTGTCCATTTTGAC 5220 

TCATGTTGTTTACAAGTGAAAATAAAAACACTTGAACTGTATGTTTTTAAAAGACAAAAA 5280 

AGGGGTAGATGTTTGGAATGCGTTTCACTCGCATGCAGTCATCTGGAGGGACTGAAGCAC 5340 

TGTTTGCCTTTCTGTACACTCTGGGTTTTATATTCTCATTTC ATGCCTAATGTCTTATTC 5400 

TGTCAATTATGGATATGTTGAGGTTTAAAAAAATTACTTGATTAAAAATAAAAC ATATAA 54 60 

CGTTGGCATTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 5507 
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Human K#2 

Human 

Mouse 

Xenopus 

Drosophila 

C.elegans 



MAEGGASKGGGEEPGKLPEPAEEESQVLRGTGHCKWFNVRMG 42 

MGSVSNCX3FAGGCAKAAEEAPEEAPEDAARAADEPQLLHGAGICKWFNVRMG 52 

MGSVSNQQF AGGCAKAAE KAPEEAP PDAARAADE PQLLHGAGI CKWFNVRMG 52 

MGSVSNQE I TEGLPKSLDGT AD I HKSDK SV I FQGS GVCKWFNVRMG 46 

MENVQLENGL ERRTT SQSSTS SANP ANLASPTE ECGCVRLGKCKWFNVAKG 5 1 

MSTWSEGRNDGNNRYSPQDEVEDRLPDVVDNRLTENMRVPSPERLPSPTPRYFGSCKWFNVSKG 65 



Human K#2 

Human 

Mouse 

Xenopus 

Drosophila 

C.elegans 



Human K#2 

Human 

Mouse 

Xenopus 

Drosophila 

C.elegans 



43 : FGFISMINREGSPLDIPVDVFVHQSKI.FMEGFRSLKEGEPVEFTFKK — SSKGLESIRVTGP-GG 105 

53 iFGFLSMTARAGVALDPPVDVFVHQSKLHMEGFRSLKEGEAVEFTFKK — SAXGLESIRVTGP-GG 115 

53 : FGFLSMTARAGVALDPPVDVFVHQSKLHMEGFRSLKEGEAVEFTFKK — SAKGLESIRVTGP-GG 115 

47 : FGFLTMTKKEGTDLETPLDVFVHQSKLHMEGFRSLKEGESVEFTFKK — SSKGLESTQVTGP-GG 109 

52 : WGFLTPN- -DGGQ EVFVHQSVIQMSGFRSLGEQEEVEFECQR— TSRGLEATRVSSR-HG 107 

66 : YGFVIDD- - ITGEDLFVHQSNLNMQGFRSLDEGERVSYYIQERSNGKGREAYAVSGEVEG 124 

Cold shock domain (CSD) 



106 : SPCLGSERRPKGKTLQKRKPKGD IC YNCGGLD - HHAKEC S - LPPQPKKCHYCQS IMHMVANCPHK 
116 : VFCIGSERRPKGKSMQKRRSKGD ICYNCGGLD-HHAKECK-LPPQPKKCHFCQSISHMVASCPLK 
116 : VFCIGSERRPKGKNMQKRRSKGD *CYNCGGLD-HHAKECK-LPPQPKKCHFCQSINHMVASCPLK 
110 : APCIGSERRPKVKGQQKRRQRGD *C YNCGGLD - HHAKECK - LPPQPKKCHFCQNPNHMVAQCPE K 

108 : GSCQGS T YRP R I NRRTRRM- ICYNCGEFANHIASECA-LGPQPKRCHRCRGEDHLHADCPHK 

125 : QGLKGSRIHPLG RKKAVSL - ICFRCGKFATHKAKSCPNVKTDAKVCYTCGSEEHVSSICPER 



167 
177 
177 
171 
166 
184 



Zinc finger domain 



Human K#2 

Human 

Mouse 

Xenopus 

Drosophila 

C .elegans 



168 : NVAQPPASSQGRQEAESQPCTSTLPREVGGGHGCTSPPFPQEARAEISERSGRSPQEASSTKSSI 232 

178: AQQGPSAQGKPT YFREEEEE IHSPTLLPEAQN 209 

178: AQQGPSSQGKPAYF 191 

172 : AMQAANLEDQPITEEQELIPEIME 195 

167 : NVTQSHSNSKSISNNSSSSAAQEKSEEAT 195 

185 : RRKHRPEQVAAEEAEAARMAAEKSSPTTSDDDIREKNSNSSDE 227 



Human K#2 



233: APEEQSKKGPSVQKRKKT 



250 



FIG. 72 



51/66 



6 bluoujojbo ||8o snooienbs 3un~| 
| g bluouiojbo ||ao snouuBnbs 3urr| 

I i bluouiojbo ||80 snoiuBnbs 3un-| 

I L I I I I - 

| g bluouiojbo ||80 snoiuBnbs 2un-| 

I ~ g bluouiojbo ||80 snoiuBnbs 3un-| 

| p bluouiojbo ||80 snoujBnbs 3urq 

g BtuoujOjBO ||80 snoLUBnbs Bun-| 
2 bluouiojbo ||go snoujBnbs 3un-| co 
J i bluouiojbo ||90 snoujBnbs 3un-| ^ 

Q 3un| |BLUJOfsJ Ll 

j p 3un\ [BLUJOfsj 

g 3un| |blujo|sj 

2 3un| |blujo|vj 
! i 3un| |blujon 

oooooooo 

LO O LO CD LO O l£> 



52/66 

























9M n H 






1 






31H 










i 








1 


















1 I 5 1 « 

(ajoos dmosuao) l 3A8 l VNU 1 " 20 l:H o 02O 


> 



9}bsA| ijao 
(C * B 0) }tiB}BUJ9dns 9jn^|nQ 

9}BSA| ||9Q 

(C * B 0) }UB}BUJ9dns Qjn^inQ 
(2 ^ B 0) }UB}Biu9dns 9jni|nQ 
( i Abo) }UB}BLU9dns ajn^jnQ 

9}BSA| ||9Q 

(£ Ab O) ^UB^BUjgdns 9jn^jnQ 
(2 ^ B 0) }UB}BUJ9dns 9jn^|nQ 
(I * B 0) }UB}BUJ9dns 9jn^|nQ 

9}BSA| ||9Q 

(£ ^ B 0) }UB}Biu9dns 9jn^jnQ 
(2 ^ B 0) }UB}Biu9dns 9jn^.jno 
(f. Abq) ^uB^BUJ9dns 9jn^|nQ 



CO 

Q 



i 




i 1 1 i ii 

o loo oo in o 

«> h-W CO CM CM 




Jf- 



53/66 



T3 








m 


o 


CM 


CM 



£ §un| [uuuo^ 
Z Sun[ jbuuojn 
X 3uni jbiiuoj^ 

8 BiuoupjBDOuapB §iiiri 
I BuioupjBDOiiapB §uiri 

9 BUIOUpjBDOU9pB Sllirj 

§ euioupjBDOU9pB Sun^ 
f BiuoupjBDOiiapB §uirx 

£ BUIOUpJBDOUapB SUWJ 

Z BraoupjBDOuapB Sutri 
X BUioupjBDOuapB Suiri 





s 

© 
o 



54/66 




(sjnoq ZL J9: U e ) juBjBiuadns ajitjina ZO^H 
(sanoq st? .iaijB) juejeiuadns aanjina ZD& 9 H £ 
(sjnoq J3|JB) juejeiuadns ajnqriD £f)d3H | 




((PI 6*6£ : mSiaAi Jcin39|oui papipajd) 
II 33 (* BB — *bb~) jueuiquioaax 



t 

1 1 i 



IT) 



5 <° 

WD ^ 

£ £2 

s- 

"3 



© 

s 



lO o 

t-» IT) 



55/66 



X6Z# 
N6Z# 

XZ€# 
MZ€# 

(SS)X9Z# 

(ZS)X9Z# 
N9Z# 

(e*9T 3JODS duo) ajcsyCi H3D I-600ZH 
(SOZI :aJODS diqo) 3JBSjCi hsd i-ro^H 



56/66 



LSIHOI 

L-YYL 
9H^H*9 

win 'S 

IH n HT 

e 





:: 



e|9 H 

ism 

300 e O 
9H n H 



31H 
x|V 

ZD**! 



£H n H 



OO 
I — 

d 

LJL 



ooooooooo 

oooooooo 

(D^rcsiococD^rcj 



57/66 



T 




58/66 



E £ 

on 8 

»0 CO 
CO 



43 

(J o o> 
a> io 

£ SO H H ^ m »0 
O 



exo > 
eoxvx e 



C 



CO 

o 

H ro 




I 



I 

I 



Q 

o 

wo 



O 

OO 

d 



< 

o 

oo 

< 



o 

•i-H 



59/66 



Suiss3Jdxa-6S€lWra 

X9 
N9 
XS 
NS 
XI? 

xe 
Ne 

XT 
NX 



60/66 



Anti-Xpress Anti-PEG10/ORF2 
antibody antibody 
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